The application of two synthetic oligonucleotides as probes and as primers in the polymerase chain reaction is presented for a specific, sensitive, and quick identification of Brucella spp. The specific oligonucleotide sequences were chosen on the basis of a 16S rRNA sequence alignment between Brucella abortus and Agrobacterium tumefaciens.
Brucellosis is a very widespread and economically important zoonosis which is also infectious for humans (9) . The genus Brucella, consisting of gram-negative bacteria, forms together with Ochrobactrum anthropi and Phyllobacterium an rRNA cluster, closely related to the AgrobacteriumRhizobium cluster (1) . For the identification of Brucella spp., mainly bacteriological and immunological detection techniques are being used. These tests are time-consuming and often give false-positive results. Quick and reliable identification methods are being developed, mainly based on DNA hybridization. The automation of the polymerase chain reaction (PCR) renders this technique very promising for bacterial identification (8) . A (7). The result from the PCR on Brucella DNA is shown in Fig. 1 . Only one band of the expected size (800 bp) is amplified. The restriction enzymes EcoRI, RsaI, and SmaI digest this fragment to minor ones of the right size (Fig. 2) . Some of the closely related bacterial species were tested together with some species which are commonly found in milk and milk products. The results are listed in Table 2 and shown in Fig. 1 
